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o Penicillium viNtAAansi@euldeveenalyl ueviaduselesulun1suan
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UNNYNAAS 198N WTNITU (Citrinin) YaAsimenduwe (Ochratoxin A) was

lulanendu (Mycotoxin)
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Tnehlufazainluannedifi pH nhs uasiiueanesedgsieiosas 18 Unsanusiug
Winluanngifiihaageiedenar 60 Fedrdadiiiunumadyluoms 1iun

Saccharomyces, Pichia, Rhodotorula, Torulopsis, Candida, Zygosaccharomyces
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PRmvemAnfueienins fhegaiu Saccharomyces cerevisiae var.
ellipsoideus findnuoanesedgaiiolilugnavnssunisudnlniuazgs
d9u bottom yeast 9219381991 9) ﬁﬂiaaqmmgﬁ 10 - 15 29 waLTod
dlosanlifinssunguueasad sanuianiveulaeenludluuimnaios
LAYAANAZNOUTNIVINYULUTIANTIS ety Saccharomyces
carlsbergensis mﬁuqmm%ﬂiimmiwﬁmﬁaﬁ Saccharomyces fragilis Wag

Saccharomyces lactis Wlugnamnssunsanuumdn

Schizosaccharomyces wulunaldiiiossou n1ndIna Au Faog19y
Schizosaccharomyces pombe W3luesNiiuInage denalvindnsio
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* Candida Juanmavilimianisideniduveswdndueiomswaleyin 1w
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Anuaznalyd wdndueiun 9msneufy n3esRnLeanaged u1avilaldly

MsHANLUSAUWAARYD WY Candida utilis
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d Brettanomyces Vl']l‘lﬁL‘U‘EJi hu LA HNARNUNLLAINITADILNANTIILEDULEY

F0819U Brettanomyces bruxellensis wag Brettanomyces lambicus
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1.4.3.1 nuAiilsaunsuay (Gram negative)

- wuafiSounsuaviidainiseandaulunisiadey (sram negative aerobes)
1 Campylobacter jejuni, Pseudomonas, Xanthomonas, Acetobacter,
Gluconobacter, Acinetobacter, Moraxella, Alteromonas, Flavobacterium,

Alcaligenes, Brucella, Psychrobacter

. wupfissunsuavisylaluanznisendaulagliiioandiau (gram
negative facultative anaerobes) W Citrobacter, Escherichia, Entero-

bacter, Edwardsiella, Erwinia, Hafnia, Klebsiella, Morganella, Proteus,



Salmonella, Shigella, Serratia, Yersinia, Vibrio, Aeromonas, Plesiomonas,

Rickettsias, Coxiella burnetiid

o a | ' A v 4 .
« WuATIiSEUNTUAY JUT1vIoU asraeulaaUes (gram negative, endospore

forming rods) 1 Desulfotomaculum

1.4.3.2 wuaiseunsuuan (Gram positive)
« WUATISELATUUINTNFUS19NAY (gram positive cocci) Wi Micrococcus,
Staphylococcus, Streptococcus, Enterococcus, Lactococcus, Sarcina,

Leuconostoc, Pediococcus

« WUATISEUNTUUIN JUTIVIEU Nasrueulaalas (gram positive, endospore

forming rods) W Bacillus, Sporolactobacillus, Clostridium

- wuARSEUNTUUIN JUS19MBuUnR NldasieaUes (gram positive, non
sporulating regular rods) WU Lactobacillus, Carnobacterium, Brochothrix,

Listeria

- wupiiBewnsuuIn JUTeuldiund Nlaasnsades (gram positive, non
sporeforming irregular rods) Wu Corynebacterium, Brevibacterium,

Propionibacterium, Bifidobacterium

Tnslndndmugueslon eukaryote) Unsriinfendestumsifnlsaszuisluevig
waztihliAnlsro s dufiv mmimqmﬁ"ﬂaﬂé’ﬂﬁmmé’wﬁ’aﬁuﬁmmﬁ Tnslngh
anilvgjaztudiouluingiudnuassals endegrelnsindafifiunuinddyluomis
\U Giardia duodenalis, Giardia lamblia, Cryptosporidium spp., Cryptosporidium

parvum, Cyclospora cayetanensis, Isospora belli, Toxoplasma gondli, Entamoeba spp.,

Balantioides coli, Blastocystis spp., Cystoisospora belli, Enterocytozoon bieneusi
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Wedninuurauninsgasveshaliwuiu fegnhianvuleunniueims wu
Hepatitis A virus, Norovirus 158 Norwalk-like virus, Polio virus, Adenovirus, Echo
virus, Coxsakie virus
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lotudl 11 funes w.a. 2563 Fawudn 9AENFIYINTUNTTFUIANINAIAY B
Huanan Seafood Market luiilosgéu (Wuhan) Uszinaansisasguszevudu an
wan1snaaeuluesujiRnstainerseduliananuin dela¥a COVID-19 11an
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ussema Tagnludnuaznsiaiyuesadunid (growth curve) aguiseeniiu 4 szey
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4) death phase #38 decline phase (sz¥ziUaaN1Y) izﬂzﬁﬁaﬁﬁwﬁzamag
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luARISeRrlFeomnsidouidunoll Osmophilic yeasts
garnninlformsidouidonalu Candida scottii
sinlkerasideuidenalu Trichosporon pullulans
Clostridium botulinum, Type E Candida zeylanoides
Pseudomonas spp. Geotrichum candidum
Acinetobacter spp. Trichothecium spp.
Escherichia coli Byssochlamys nivea
Enterobacter aerogenes Staphylococcus aureus
Bacillus subtilis Alternaria citri
Clostridium botulinum, Type A, B Penicillium patulum
Candida utilis Eurotium repens

Vibrio parahaemolyticus Aspergillus glaucus
Botrytis cinerea Aspergillus conicus
Rhizopus stolonifer Aspergillus echinulatus
Mucor spinosus Zygosaccharomyces rouxii

Halophilic bacteria Xeromyces bisporus

Xerophilic molds

fiun : faudasann Jay et al. (2008)

unil 1 UMWUFIUNI9aTIINeMIMNT a



